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Hα : αi = 0 (i = 1, . . . , a)

Hβ : βi = 0 (j = 1, . . . , b)

Hγ : γij = 0 (i = 1, . . . , a, , j = 1, . . . , b)

n = N − ab > p p > n Dempster

z = Σ−1/2ε(= (z1, . . . , zp))

E[z] = 0, Cov(z) = Ip, E[zi] < ∞ (i = 1, . . . , p)
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